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Key roles of hydrodynamic interactions in protein folding::---+-----

HEEDWSE

HER SRR (TR T - e iy e pl @i st B -

KA TR SRR B AR TEHEE L3RR

MPIIZ L ANHN T2 7T I ZAFH e

RIKEN International HPC Summer School 2023:Societyb.0lZ[A]l} T

(RIKEN International HPC Summer School 2023 -—Toward Society 5.0) - - -

#1[EIWisteria/BDEC-01 (Odyssey) Zfi~7- [Hif| #EEs

(EBFFR) BEEFIFME oo m e
20234F [ BRLT AU L MEZWHT w77 I RS BRI -

FlTRBR LT AUy MEZWH T e s T I 7y
[BAES 2T LRBER T 7Y 7 —3 a3 VB2 %5 Wai t I0/MPEE 3 4

_\:/\: 2 L—33 V&f%bﬁ?@%ﬁiéffﬁ‘l Fﬁ{%;&‘ﬂ:‘: ..................

F18EBHRA LT W v MEEWSN T 0 7T I TR

[AGAEX ' 2 7T X U AH | vee e

BB LT AUy MEZWH T e 7T I v /s

FMATLAB@%??%Y:EJ %j}'@%&%: ....................................

41





